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1. Which of the following is the main focus of

bioinformatics?

(A) Data storage and analysis

(B) Enzyme purification

(C) Antibiotic synthesis

(D) Hormone regulation

2. The Human Genome Project primarily

contributed to bioinformatics by :

(A) Producing antibiotics

(B) Developing vaccines

(C) Generating large-scale sequence

data

(D) Isolating ribosomes

3. Which of the following is not an application

of bioinformatics?

(A) Predicting protein structure

(B) Simulating weather patterns

(C) Genome annotation

(D) Drug target identification

4. Protein secondary structure prediction is

most relevant to :

(A) Genomics

(B) Transcriptomics

(C) Metabolomics

(D) Proteomics

5. Large-scale protein sequencing contributes

to which domain of bioinformatics?

(A) Structural bioinformatics

(B) Phylogenetics

(C) Systems biology

(D) Metabolic pathway engineering

[P.T.O.]

1. fuEufyf[kr esa ls tSo lwpuk foKku dk eq[;
dsanz dkSu&lk gS\

(A) MsVk laxzg.k vkSj fo'ys"k.k

(B) ,atkbe 'kqf)dj.k

(C) ,aVhck;ksfVd la'ys"k.k

(D) gkeksZu fofu;eu

2. ekuo thukse ifj;kstuk us eq[; :i ls tSo
lwpuk foKku esa ;ksxnku fn;k %

(A) ,aVhck;ksfVd nokvksa dk mRiknu djds

(B) Vhds fodflr djds

(C) cM+s iSekus ij vuqØe MsVk mRiUu
djds

(D) jkbckslkse dks vyx djds

3. fuEufyf[kr esa ls dkSu&lk tSo lwpuk foKku
dk vuqiz;ksx ugha gS\

(A) izksVhu lajpuk dh Hkfo";ok.kh djuk

(B) ekSle ds iSVuZ dk vuqdj.k djuk

(C) thukse ,uksVs'ku

(D) nok y{; igpku

4. izksVhu dh f}rh;d lajpuk dk iwokZuqeku
lcls vf/kd izklafxd gS %

(A) thuksfeDl

(B) VªkalfØIVksfeDl

(C) esVkcksyksfeDl

(D) izksfVvksfeDl

5. cM+s iSekus ij izksVhu vuqØe.k tSo lwpuk
foKku ds fdl {ks= esa ;ksxnku nsrk gS\

(A) lajpukRed tSo lwpuk foKku

(B) Qk+bykstsusfVDl

(C) flLVe ck;ksykWth

(D) esVkcksfyd ikFkos bathfu;fjax
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6. Microarrays are mainly used for studying :

(A) Protein folding

(B) DNA-protein interactions

(C) Gene expression profiling

(D) RNA splicing sites

7. Which experimental technique is primarily

used for protein structure determination?

(A) Microarray

(B) X-ray crystallography

(C) Gel electrophoresis

(D) SDS-PAGE

8. Gel electrophoresis allows separation of

biomolecules based on :

(A) Color

(B) Hydrophobicity

(C) Size and charge

(D) Solubility

9. Which spectroscopic method is most

effective for protein 3D structure in solution?

(A) NMR

(B) UV–Vis

(C) Raman

(D) IR

10. Large-scale molecular biology data in

bioinformatics is generated through :

(A) Herbal extraction

(B) Genome and protein sequencing

(C) Radiolabeling

(D) Antibiotic testing

6. ekbØks,js dk mi;ksx eq[;r% fuEufyf[kr ds
v/;;u ds fy, fd;k tkrk gS %

(A) izksVhu QksfYMax

(B) Mh,u,&izksVhu var%fØ;k,¡

(C) thu vfHkO;fDr izksQk+fyax

(D) vkj,u, fLIyflax LFky

7. izksVhu lajpuk fu/kkZj.k ds fy, eq[;r% fdl
izk;ksfxd rduhd dk mi;ksx fd;k tkrk gS\

(A) ekbØks,js

(B) ,Dl&js fØLVyksxzkQh

(C) tsy bysDVªksQksjsfll

(D) SDS-PAGE

8. tsy bysDVªksQksjsfll tSo&v.kqvksa dks fuEufyf[kr
ds vk/kkj ij i`Fkd djus dh vuqefr nsrk
gS %

(A) jax

(B) tyHkhfr

(C) vkdkj vkSj vkos'k

(D) ?kqyu'khyrk

9. foy;u esa izksVhu dh 3D lajpuk ds fy,
dkSu&lh LisDVªksLdksfid fof/k lcls izHkkoh gS\

(A) NMR

(B) UV–Vis

(C) Raman

(D) IR

10. tSo lwpuk foKku esa cM+s iSekus ij vk.kfod
tho foKku MsVk fuEufyf[kr ds ek/;e ls
mRiUu gksrk gS %

(A) gcZy fu"d"kZ.k

(B) thukse vkSj izksVhu vuqØe.k

(C) jsfM;ksyscfyax

(D) ,aVhcks;ksfVd ijh{k.k
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11. NCBI is primarily responsible for :

(A) Clinical trials

(B) Virus eradication programs

(C) Pesticide development

(D) Biological databases

12. Secondary protein databases are best

represented by :

(A) GenBank

(B) PDB

(C) SwissProt

(D) EMBL

13. DDBJ is an international database

maintained in :

(A) USA

(B) Europe

(C) Japan

(D) India

14. EMBL is headquartered in :

(A) Germany

(B) Italy

(C) France

(D) Spain

15. Which database is an example of a primary

database?

(A) Swiss-Prot

(B) GenBank

(C) SCOP

(D) CATH

[P.T.O.]

11. NCBI eq[; :i ls fuEufyf[kr ds fy, ft+Eesnkj
gS %

(A) fDyfudy ijh{k.k

(B) ok;jl mUewyu dk;ZØe

(C) dhVuk'kd fodkl

(D) tSfod MsVkcsl

12. f}rh;d izksVhu MsVkcsl dk lcls izfrfuf/kRo
fuEufyf[kr }kjk fd;k tkrk gS %

(A) tsucSad

(B) ihMhch

(C) fLolizksV

(D) bZ,ech,y

13. MhMhchts ,d varjkZ"Vªh; MsVkcsl gS ftldk
j[kj[kko fuEufyf[kr LFkkuksa ij fd;k tkrk
gS %

(A) vesfjdk

(B) ;wjksi

(C) tkiku

(D) Hkkjr

14. bZ,ech,y dk eq[;ky; dgk¡ gS\

(A) teZuh

(B) bVyh

(C) Ýkal

(D) Lisu

15. dkSu&lk MsVkcsl izkFkfed MsVkcsl dk mnkgj.k
gS\

(A) fLol&izksV

(B) tsucSad

(C) ,llhvksih

(D) lh,Vh,p
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16. A composite database integrates :

(A) Only DNA sequences

(B) Single lab datasets

(C) Results from multiple primary

databases

(D) Annotated RNA structures only

17. ACeDB is a specialized genome database

for :

(A) Arabidopsis

(B) Yeast

(C) Worm (C. elegans)

(D) Zebrafish

18. Structure classification database SCOP is

used for :

(A) Protein sequence patterns

(B) Protein family classification

(C) Antibody modelling

(D) Pathway reconstruction

19. PDBsum provides :

(A) Graphical summaries of PDB

entries

(B) Whole genome assemblies

(C) SNP databases

(D) Protein motifs only

20. Which file format is commonly used for

multiple sequence alignments?

(A) PDB

(B) GenBank

(C) FASTA

(D) SwissProt

16. ,d la;qDr MsVkcsl ,dhd̀r djrk gS %

(A) dsoy Mh,u, vuqØe

(B) ,dy iz;ksx'kkyk MsVklsV

(C) ,dkf/kd izkFkfed MsVkcsl ls ifj.kke

(D) dsoy ,uksVsVsM RNA lajpuk,¡

17. ACeDB fuEufyf[kr ds fy, ,d fo'ks"k thukse
MsVkcsl gS %

(A) vjsfcMksfIll

(B) ;hLV

(C) d`fe ¼ C. ,fyxsal½

(D) ts+czkfQ'k

18. lajpuk oxhZdj.k MsVkcsl SCOP dk mi;ksx
fuEu ds fy, fd;k tkrk gS %

(A) izksVhu vuqØe iSVuZ

(B) izksVhu ifjokj oxhZdj.k

(C) ,aVhckWMh ekWMfyax

(D) ekxZ iqufuZekZ.k

19. PDBsum iznku djrk gS %

(A) PDB izfof"V;ksa dk xzkfQdy lkjka'k

(B) laiw.kZ thukse la;kstu

(C) SNP MsVkcsl

(D) dsoy izksVhu :ikadu

20. cgq&vuqØe lajs[k.k ds fy, vkerkSj ij
fdl Q+kby izk:i dk mi;ksx fd;k tkrk gS\

(A) PDB

(B) GenBank

(C) FASTA

(D) SwissProt
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21. Metadata in bioinformatics denotes :

(A) Data about data

(B) Only protein motifs

(C) Pathways of enzymes

(D) Drug databases

22. Boolean operators used in database search

include :

(A) Plus, minus, divide

(B) If, else, then

(C) AND, OR, NOT

(D) Large, small, equal

23. A fuzzy search is powerful because it :

(A) Ignores typographical errors

(B) Requires exact matches

(C) Works only for nucleotides

(D) Is used only in SCOP

24. Which specialized genome database

provides yeast information?

(A) CATH

(B) SGD

(C) DDBJ

(D) TIGR

25. GenBank entries can be searched using :

(A) Chemical reactions

(B) Mass spectrometry

(C) PCR products

(D) Accession numbers

[P.T.O.]

21. tSo lwpuk foKku esa esVkMsVk n'kkZrk gS %

(A) MsVk ds ckjs esa MsVk

(B) dsoy izksVhu eksfVQ

(C) ,atkbeksa ds ekxZ

(D) vkS"kf/k MsVkcsl

22. MsVkcsl [kksst esa iz;qDr cwfy;u vkWijsVlZ esa
'kkfey gSa %

(A) /ku] _.k] Hkkx

(B) ;fn] vU;Fkk] rks

(C) vkSj] ;k] ugha

(D) cM+k] NksVk] cjkcj

23. Q+th lpZ 'kfDr'kkyh gS D;ksafd ;g %

(A) VkbiksxzkfQdy =qfV;ksa dks vuns[kk
djrk gS

(B) lVhd feyku dh vko';drk gksrh
gS

(C) dsoy U;wfDy;ksVkbM ds fy, dke
djrk gS

(D) dsoy SCOP esa mi;ksx fd;k tkrk
gS

24. dkSu&lk fof'k"V thukse MsVkcsl ;hLV dh
tkudkjh iznku djrk gS\

(A) CATH

(B) SGD

(C) DDBJ

(D) TIGR

25. tsucSad izfof"V;ksa dks fuEu dk mi;ksx djds
[kkstk tk ldrk gS %

(A) jklk;fud vfHkfØ;k,¡

(B) ekl LisDVªksesVªh

(C) ihlhvkj mRikn

(D) vDls'ku uaclZ
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26. Global alignment is most useful when :

(A) Two sequences are of equal length

with overall similarity

(B) Short motifs are compared

(C) Searching for primers

(D) Identifying a splice site

27. Local alignment is best suited for :

(A) Overall genome comparison

(B) Comparing protein domains entirely

(C) Searching short conserved motifs

in large sequences

(D) Annotating exons only

28. The well-known algorithm for global

alignment is :

(A) Smith-Waterman

(B) Needleman-Wunsch

(C) BLASTN

(D) FASTA

29. BLAST is mainly designed for :

(A) Gene prediction

(B) Genome assembly

(C) Local similarity searches

(D) Gene cloning

30. The Smith-Waterman algorithm is used for :

(A) Local alignment

(B) Global alignment

(C) Phylogenetic inference

(D) Metadata search

26. Xykscy ,ykbuesaV lcls mi;ksxh rc gksrk gS
tc %

(A) nks lhDosalsl leku yackbZ ds gksa muesa
lexz lekurk gks

(B) y?kq eksfVQ dh rqyuk dh tkrh gks

(C) izkbejksa dh [kkst dh tkrh gks

(D) fLIyl lkbV dh igpku dh tkrh gks

27. LFkkuh; lajs[k.k lcls mi;qDr gS %

(A) lexz thukse rqyuk

(B) izksVhu Mksesu dh laiw.kZ rqyuk

(C) cM+s lhDosalsl esa y?kq lajf{kr eksfVQ
dh [kkst

(D) dsoy ,DlkWu dh O;k[;k

28. oSf'od lajs[k.k ds fy, izfl) ,YxksfjFe gS %

(A) fLeFk&okVjeSu

(B) uhMyeSu&oqU'k

(C) BLASTN

(D) FASTA

29. BLAST eq[;r% fuEu ds fy, fMt+kbu fd;k
x;k gS %

(A) thu Hkfo";ok.kh

(B) thukse la;kstu

(C) LFkkuh; lekurk [kkst

(D) thu Dyksfuax

30. fLeFk&okVjeSu ,YxksfjFke dk mi;ksx fuEu ds
fy, fd;k tkrk gS %

(A) LFkkuh; lajs[k.k

(B) oSf'od lajs[k.k

(C) tkfroÙ̀k vuqeku

(D) esVkMsVk [kkst
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31. Multiple sequence alignment is commonly

done using :

(A) ClustalW

(B) NCBI

(C) EMBOSS

(D) SWISS model

32. Which BLAST program is used for searching

a protein query against a protein database?

(A) BLASTN

(B) BLASTX

(C) BLASTP

(D) TBLASTN

33. BLASTX translates :

(A) Protein into DNA

(B) DNA into proteins for similarity

searching

(C) RNA into proteins

(D) Amino acids into codons

34. TBLASTN allows comparison of :

(A) Protein vs protein

(B) DNA vs DNA

(C) Protein vs RNA

(D) Protein vs nucleotide (translated

database)

35. Which step is critical in phylogenetic tree

construction?

(A) Antibiotic assay

(B) PCR band isolation

(C) Multiple sequence alignment

(D) SDS-PAGE

[P.T.O.]

31. cgq&lhDosaLl ,ykbuesaV vkerkSj ij fuEufyf[kr
dk mi;ksx djds fd;k tkrk gS %

(A) DyLVy&MCY;w

(B) ,ulhchvkbZ

(C) ,EckWl

(D) fLol ekWMy

32. izksVhu MsVkcsl ds fo#) izksVhu Dosjh [kkstus
ds fy, fdl BLAST izksxzke dk mi;ksx fd;k
tkrk gS\

(A) BLASTN

(B) BLASTX

(C) BLASTP

(D) TBLASTN

33. BLASTX vuqokn djrk gS %

(A) izksVhu dks DNA esa

(B) lekurk [kkst ds fy, DNA dks izksVhu
esa

(C) RNA dks izksVhu esa

(D) vehuks vEyksa dks dksMkWu esa

34. TBLASTN dh rqyuk djus dh vuqefr nsrk
gS %

(A) izksVhu cuke izksVhu

(B) Mh,u, cuke Mh,u,

(C) izksVhu cuke vkj,u,

(D) izksVhu cuke U;wfDy;ksVkbM ¼vuqokfnr
MsVkcsl

35. Qk+bykstsusfVd o`{k fuekZ.k esa dkSu&lk pj.k
egÙoiw.kZ gS\

(A) ,aVhck;ksfVd ,sls

(B) PCR cSaM i`FkDdj.k

(C) cgq&lhDosal ,ykbuesaV

(D) SDS-PAGE
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36. The ClustalW algorithm differs because it :

(A) Uses progressive alignment

(B) Is based only on global alignment

(C) Ignores gap penalties

(D) Works only for DNA

37. A high E-value in BLAST means :

(A) Strong similarity

(B) Weak/no similarity

(C) Exact matches

(D) High significance

38. Score in BLAST indicates :

(A) Statistical probability

(B) Random matches

(C) The alignment quality/significance

(D) SNP probability only

39. PCR primer designing requires

consideration of :

(A) GC content

(B) Melting temperature

(C) Cross-dimer formation

(D) All of the above

40. Phylogenetic analysis helps in :

(A) Antibiotic production

(B) Protein purification

(C) Vaccine storage

(D) Evolutionary relationship

determination

36. ClustalW ,YxksfjFe vyx gS D;ksafd ;g %

(A) izxfr'khy lajs[k.k dk mi;ksx djrk
gS

(B) dsoy oSf'od lajs[k.k ij vk/kkfjr gS

(C) varjky naM dks vuns[kk djrk gS

(D) dsoy Mh,u, ds fy, dke djrk gS

37. BLAST esa mPp E-eku dk vFkZ gS %

(A) izcy lekurk

(B) detks+j @ dksbZ lekurk ugha

(C) lVhd feyku

(D) mPp egÙo

38. BLAST esa Ldksj n'kkZrk gS %

(A) lkaf[;dh; laHkkouk

(B) ;knf̀PNd feyku

(C) ,ykbuesaV xq.koÙkk @ egÙo

(D) dsoy SNP laHkkouk

39. PCR izkbej fMtk+bfuax esas fuEufyf[kr ij
fopkj djuk vko';d gS %

(A) GC daVsaV

(B) xyukad

(C) ØWkl&Mkbej fuekZ.k

(D) mijksDr lHkh

40. Qk+bykstsusfVd fo'ys"k.k fuEufyf[kr esa enn
djrk gS %

(A) ,aVhck;ksfVd mRiknu

(B) izksVhu 'kqf)dj.k

(C) Vhdk HkaMkj.k

(D) fodkloknh lEcU/k fu/kkZj.k
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41. SRS (Sequence Retrieval System) is

designed for :

(A) Graph building

(B) Microarray analysis

(C) Linking diverse biological

databases

(D) Protein sequencing

42. Entrez is maintained by :

(A) EMBL

(B) NCBI

(C) DDBJ

(D) TIGR

43. Data submission to GenBank can be

performed using :

(A) BankIt / Sequin

(B) Excel sheet upload

(C) BLAST interface

(D) FASTA editor only

44. BLAST searches in Entrez allow :

(A) Chemical database search

(B) Structural data only

(C) Sequence similarity identification

(D) Primer manufacturing

45. Genome annotation includes :

(A) Protein sequencing

(B) Antibiotic resistance annotation only

(C) Plasmid cloning

(D) Assigning biological meaning to

DNA sequences

[P.T.O.]

41. ,l vkj ,l ¼lhDosal fjVªhoy flLVe½ dks
fuEu ds fy, fMtkbu fd;k x;k gS %

(A) xzkQ+ fuekZ.k

(B) ekbØks,js fo'ys"k.k

(C) fofo/k tSfod MsVkcsl dks tksM+uk

(D) izksVhu vuqØe.k

42. ,aVsªt dk j[kj[kko fuEu }kjk fd;k tkrk
gS %

(A) EMBL

(B) NCBI

(C) DDBJ

(D) TIGR

43. tsucSad esa MsVk lcfe'ku fuEu dk mi;ksx
djds fd;k tk ldrk gS %

(A) cSadbV @ lsfDou

(B) ,Dlsy 'khV viyksM

(C) CykLV baVjQs+l

(D) dsoy FASTA ,fMVj

44. ,aVsªt+ esa BLAST [kkst fuEufyf[kr dh vuqefr
nsrh gS %

(A) jklk;fud MsVkcsl [kkst

(B) dsoy lajpukRed MsVk

(C) lhDosal lekurk igpku

(D) izkbej fuekZ.k

45. thukse ,uksVs'ku esa 'kkfey gSa %
(A) izksVhu flDosaflax
(B) dsoy ,aVhck;ksfVd izfrjks/k ,uksVs'ku
(C) IykfLeM Dyksfuax
(D) Mh,u, lhDosal dks tSfod vFkZ iznku

djuk
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46. Repeat finding and genome annotation help

in :

(A) Detecting antibiotic resistance

(B) Protein crystallization

(C) Only exon selection

(D) Identifying transposons and

satellites

47. Which tool is most frequently used for

pattern-finding?

(A) MEME

(B) Needleman-Wunsch

(C) BLASTX

(D) NMR

48. Gene identification tools include :

(A) GENSCAN

(B) AUGUSTUS

(C) Glimmer

(D) All of the above

49, Sequence similarity searches help in :

(A) Finding new gene functions

(B) Weather prediction

(C) Soil fertility

(D) None of the above

50. FASTA can be used for :

(A) Protein crystallography

(B) PCR optimization

(C) Microbial culture

(D) Pairwise sequence comparison

46. fjihV [kkst vkSj thukse ,uksVs'ku fuEufyf[kr
esa enn djrs gSa %

(A) ,aVhck;ksfVd izfrjks/k dk irk yxkuk

(B) izksVhu fØLVyhdj.k

(C) dsoy ,DlkWu p;u

(D) Vªkalikst+u vkSj lSVsykbV~l dh igpku
djuk

47. iSVuZ [kkstus ds fy, lcls vf/kd bLrseky
fd;k tkus okyk midj.k dkSu&lk gS\

(A) MEME

(B) uhMyeSu&oqU'k

(C) BLASTX

(D) NMR

48. thu igpku midj.kksa esa 'kkfey gSa %

(A) tsuLdSu

(B) vkWxLVl

(C) fXyej

(D) mijksDr lHkh

49. lhDosal lekurk [kkst fuEufyf[kr esa enn
djrh gS %

(A) u, thu dk;ksZa dk irk yxkuk

(B) ekSle dh Hkfo"ok.kh

(C) eǹk moZjrk

(D) mijksDr esa ls dksbZ ugha

50. FASTA dk mi;ksx fuEu ds fy, fd;k tk
ldrk gS %

(A) izksVhu fØLVyksxzkQh

(B) PCR vuqdwyu

(C) ekbØksfc;y dYpj

(D) ;qfXer lhDosal rqyuk
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51. Primary data is collected :

(A) First-hand by the investigator

(B) From published sources

(C) From charts and tables

(D) Only by the government

52. Secondary data refers to :

(A) New surveys performed by the

investigator

(B) Data already collected and

published

(C) Field experiment records

(D) Computer-generated simulations

53. Which of the following is not a classification

method for statistical data?

(A) Chronological

(B) Spatial

(C) Quantitative

(D) Theoretical

54. Which is not a graphical representation of

data?

(A) Bar chart

(B) Pie chart

(C) Histogram

(D) Equation

55. Central Tendency can be measured by :

(A) Variance

(B) Mean

(C) Range

(D) Dispersion

[P.T.O.]

51. izkFkfed vk¡dM+s ,df=r fd, tkrs gSa %

(A) vUos"kd }kjk izR;{k :i ls

(B) izdkf'kr lzksrksa ls

(C) pkVZ vkSj rkfydkvksa ls

(D) dsoy ljdkj }kjk

52. f}rh;d MsVk ls rkRi;Z gS %

(A) vUos"kd }kjk fd, x, u, losZ{k.k

(B) igys ls ,df=r vkSj izdkf'kr MsVk

(C) {ks= iz;ksx fjdkWMZ

(D) dEI;wVj&tfur fleqys'ku

53. fuEufyf[kr esa ls dkSu&lh lkaf[;dh; vk¡dM+ksa
ds fy, oxhZdj.k fof/k ugha gS\

(A) dkyuqØfed

(B) LFkkfud

(C) ek=kRed

(D) lS)kafrd

54. dkSu&lk MsVk dk xzkfQdy fu:i.k ugha
gS\

(A) ckj pkVZ

(B) ikbZ pkVZ

(C) fgLVksxzke

(D) lehdj.k

55. dsanzh; izof̀Ùk dks fuEu }kjk ekik tk ldrk
gS %
(A) izlj.k
(B) ek/;
(C) ijkl
(D) ifj{ksi.k
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56. The median is :

(A) The most frequent value

(B) The arithmetic average

(C) The middle value

(D) The range

57. The mean of 10, 20, 30 is :

(A) 10

(B) 20

(C) 15

(D) 30

58. Which measures dispersion?

(A) Standard deviation

(B) Mean

(C) Mode

(D) Median

59. The variance is :

(A) The mean

(B) The middle value

(C) The range

(D) The square of the standard deviation

60. Skewness refers to :

(A) Flatness of a distribution

(B) Symmetry of a distribution

(C) The average value

(D) Peakness of a distribution

56. ekf/;dk gS %

(A) lcls vf/kd ckj vkus okyk eku

(B) vadxf.krh; vkSlr

(C) e/; eku

(D) ifjlj

57. 10, 20, 30 dk ek/; gS %

(A) 10

(B) 20

(C) 15

(D) 30

58. fMLilZu dks dkSu ekirk gS\

(A) ekud fopyu

(B) ek/;

(C) cgqyd

(D) ekf/;dk

59. oSfj;Ul gS %

(A) ek/;

(B) e/; eku

(C) jsat

(D) ekud fopyu dk oxZ

60. fo"kerk ls rkRi;Z gS %

(A) forj.k dh leryrk

(B) forj.k dh leferrk

(C) vkSlr eku

(D) forj.k dh f'k[kjrk
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61. A histogram is used to represent :

(A) Qualitative data

(B) Quantitative data

(C) Alphabetical order

(D) Skewness coefficients

62. Which diagram best shows part-to-whole

relationships?

(A) Pie chart

(B) Histogram

(C) Frequency polygon

(D) Ogive

63. If the mode = 10, median = 12, mean = 14,

the distribution is :

(A) Symmetrical

(B) Negatively skewed

(C) Normal

(D) Positively skewed

64. Kurtosis describes :

(A) Location of the mean

(B) Skewness direction

(C) Degree of peakedness

(D) Variance

65. Range is calculated as :

(A) Highest minus lowest value

(B) Mean minus mode

(C) Median minus mean

(D) Standard deviation squared

[P.T.O.]

61. fgLVksxzke dk mi;ksx fuEu dks n'kkZus ds fy,
fd;k tkrk gS %

(A) xq.kkRed MsVk

(B) ek=kRed MsVk

(C) o.kkZuqØe

(D) fo"kerk xq.kkad

62. dkSu&lk vkjs[k Hkkx&ls&iw.kZ lEcU/k dks lcls
vPNh rjg n'kkZrk gS\

(A) ikbZ pkVZ

(B) fgLVksxzke

(C) vkof̀Ùk cgqHkqt

(D) rksj.k

63. ;fn cgqyd ¾ 10,  ekf/;dk ¾ 12, ek/; ¾
14, rks forj.k gS %

(A) lefer

(B) _.kkRed :i ls fo"ke

(C) lkekU;

(D) /kukRed :i ls fo"ke

64. dVksZfll o.kZu djrk gS %

(A) ek/; dk LFkku

(B) frjNkiu fn'kk

(C) f'k[kjrk dh fMxzh

(D) izlj.k

65. ijkl dh x.kuk bl izdkj dh tkrh gS %

(A) mPpre eku ?kVk U;wure eku

(B) ek/; ?kVk cgqyd

(C) ekf/;dk ?kVk ek/;

(D) ekud fopyu dk oxZ
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66. Probability of an impossible event is :

(A) 1

(B) 0

(C) 0.5

(D) Infinite

67. If P(A) = 0.7, then the probability that A does

not occur is :

(A) 0.7

(B) 1.7

(C) 0

(D) 0.3

68. The sum of probabilities of all possible

outcomes of a random experiment is :

(A) 0

(B) 0.5

(C) 1

(D) Infinity

69. Theorems on total probability apply to :

(A) Mutually exclusive events

(B) Exhaustive and mutually exclusive

events

(C) Dependent events

(D) Nonevents

70. If A and B are independent events and P(A)

= 0.5, P(B) = 0.4, the probability of both A

and B is :

(A) 0.2

(B) 0.9

(C) 0.1

(D) 0.7

66. ,d vlaHko ?kVuk dh izkf;drk gS %

(A) 1

(B) 0

(C) 0.5

(D) vuar

67. ;fn P(A) = 0.7 gS] rks A ds u ?kfVr gksus dh
izkf;drk gS %

(A) 0.7

(B) 1.7

(C) 0

(D) 0.3

68. ,d ;kǹfPNd iz;ksx ds lHkh laHkkfor ifj.kkeksa
dh izkf;drkvksa dk ;ksx gS %

(A) 0

(B) 0.5

(C) 1

(D) vuar

69. dqy izkf;drk ij izes; fuEufyf[kr ij ykxw
gksrs gSa %

(A) ijLij vuU; ?kVuk,¡

(B) laiw.kZ vkSj ijLij vuU; ?kVuk,¡

(C) vkfJr ?kVuk,¡

(D) v?kVuk,¡

70. ;fn A vkSj B Lora= ?kVuk,¡ gSa vkSj P(A) =

0.5, P(B) = 0.4 gS] rks A vkSj B nksuksa dh
izkf;drk gS %

(A) 0.2

(B) 0.9

(C) 0.1

(D) 0.7
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71. For two dependent events, the probability

of the compound event is :

(A) P(A) × P(B)

(B) P(A|B) + P(B)

(C) P(A) × P(B|A)

(D) P(A) + P(B)

72. The binomial distribution is appropriate for :

(A) Continuous variables

(B) Trials with two possible outcomes

(C) More than two outcomes

(D) No outcomes

73. In Poisson distribution, the mean and

variance are :

(A) Both equal

(B) Mean > variance

(C) Variance > mean

(D) Unrelated

74. Normal distribution is characterized by :

(A) Symmetry

(B) Mean = median = mode

(C) Bell-shaped curve

(D) All of the above

75. The probability of getting exactly 2 heads in

3-coin tosses is :

(A) 3/8

(B) 1/8

(C) 1/2

(D) 1/4

71. nks vkfJr ?kVukvksa ds fy,] la;qDr ?kVuk dh
izkf;drk gS %

(A) P(A) × P(B)

(B) P(A|B) + P(B)

(C) P(A) × P(B|A)

(D) P(A) + P(B)

72. f}in forj.k fuEu ds fy, mi;qDr gS %

(A) lrr pj

(B) nks laHkkfor ifj.kkeksa okys ijh{k.k

(C) nks ls vf/kd ifj.kke

(D) dksbZ ifj.kke ugha

73. ikWblu forj.k esa] ek/; vkSj izlj.k gSa %

(A) nksuksa cjkcj gSa

(B) ek/; > izlj.k

(C) izlj.k > ek/;

(D) vlEcfU/kr

74. lkekU; forj.k dh fo'ks"krk,¡ gSa %

(A) lefefr

(B) ek/; ¾ ekf/;dk ¾ cgqyd

(C) ?kaVh ds vkdkj dk oØ

(D) mijksDr lHkh

75. 3 flDdksa dks mNkyus ij Bhd 2 ckj fpr
vkus dh izkf;drk gS %

(A) 3/8

(B) 1/8

(C) 1/2

(D) 1/4
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76. Simple random sampling means :

(A) Every unit has equal chance

(B) Only the first unit is chosen at

random

(C) Systematic order

(D) Stratified grouping

77. Confidence level of 95% means :

(A) Probability of being wrong is 95%

(B) Probability of being correct is 95%

(C) Only valid for large samples

(D) Only valid for small samples

78. Critical region refers to :

(A) Area of acceptance

(B) Survey region

(C) Area where null hypothesis is

rejected

(D) Area with no observations

79. The standard error decreases as :

(A) Mean increases

(B) Population variance decreases

(C) Sample size decreases

(D) Sample size increases

80. Which method uses both large and small

sample tests?

(A) Statistical sampling

(B) Simple random sampling

(C) Hypothesis testing

(D) None of these

76. ljy ;kn`fPNd uewukdj.k dk vFkZ gS %

(A) izR;sd bdkbZ ds leku volj gksrs gSa

(B) dsoy igyh bdkbZ dk p;u ;kǹfPNd
:i ls fd;k tkrk gS

(C) O;ofLFkr Øe

(D) Lrjhd`r lewgu

77. 95% ds fo'okl Lrj dk vFkZ gS %

(A) xyr gksus dh laHkkouk 95% gS

(B) lgh gksus dh laHkkouk 95% gS

(C) dsoy cM+s uewuksa ds fy, ekU;

(D) dsoy NksVs uewuksa ds fy, ekU;

78. Økafrd {ks= ls rkRi;Z gS %

(A) Lohd`fr {ks=

(B) losZ{k.k {ks=

(C) og {ks= tgk¡ 'kwU; ifjdYiuk vLohd̀r
gksrh gS

(D) fcuk izs{k.k okyk {ks=

79. ekud =qfV fuEu izdkj ?kVrh gS %

(A) ek/; c<+rk gS

(B) tula[;k fopj.k ?kVrk gS

(C) uewuk vkdkj ?kVrk gS

(D) uewuk vkdkj c<+rk gS

80. dkSu&lh fof/k cM+s vkSj NksVs nksuksa uewuk
ijh{k.kksa dk mi;ksx djrh gS\

(A) lkaf[;dh; uewukdj.k

(B) ljy ;kn`fPNd uewukdj.k

(C) ifjdYiuk ijh{k.k

(D) buesa ls dksbZ ugha
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81. nks NksVs uewuksa ds chp ek/; dh rqyuk djus
ds fy, fdl ijh{k.k dk mi;ksx fd;k tkrk
gS\
(A) t-ijh{k.k
(B) F-ijh{k.k
(C) dkbZ&oxZ ijh{k.k
(D) Z-ijh{k.k

82. dkbZ&LDok;j ijh{k.k dk mi;ksx fuEu ds
fy, fd;k tkrk gS %
(A) ek/; rqyuk
(B) mi;qDrrk dh vPNkbZ
(C) izlj.k lekurk
(D) ek/; dk vuqeku yxkuk

83. ,uksok dk mi;ksx fuEufyf[kr dk ijh{k.k
djus ds fy, fd;k tkrk gS %
(A) nks ls vf/kd lewgksa ds ek/;ksa ds chp

varj
(B) lkekU;rk
(C) ekud =qfV
(D) uewukdj.k =qfV

84. 'wkU; ifjdYiuk gS %
(A) lnSo lR;
(B) lR; ekuk tkrk gS tc rd fd

lk{; vU;Fkk u n'kkZ,¡
(C) dHkh iz;ksx ugha fd;k x;k
(D) dsoy vuqikrksa ds fy, iz;ksx fd;k

tkrk gS
85. oSdfYid ifjdYiuk rc Lohdkj dh tkrh gS

tc %
(A) ijh{k.k lkaf[;dh Økafrd {ks= ds vanj

vkrh gS
(B) 'kwU; ifjdYiuk lR; gksrh gS
(C) ekud =qfV 'kwU; gksrh gS
(D) ek/; ¾ izlj.k

81. Which test is used to compare means

between two small samples?

(A) t-test

(B) F-test

(C) Chi-square test

(D) Z-test

82. Chi-square test is used for :

(A) Mean comparison

(B) Goodness of fit

(C) Variance equality

(D) Estimating mean

83. ANOVA is used to test :

(A) Difference among means of more

than two groups

(B) Normality

(C) Standard error

(D) Sampling error

84. Null hypothesis is :

(A) Always true

(B) Assumed true unless evidence

shows otherwise

(C) Never used

(D) Used only for proportions

85. Alternative hypothesis is accepted when :

(A) The test statistic falls inside the

critical region

(B) The null hypothesis is true

(C) The standard error is zero

(D) Mean = variance
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86. Correlation analysis :

(A) Differences between variables

(B) Whether mean equals median

(C) Association between variables

(D) Regression fitting

87. If Pearson’s correlation coefficient (r) = 1,

the relationship is :

(A) No correlation

(B) Weak

(C) Perfect negative

(D) Perfect positive

88. Spearman’s Rank correlation is used for :

(A) Categorical variables

(B) Ordinal data

(C) Time series inventory

(D) Probability

89. In regression, the dependent variable is :

(A) The variable used to predict

(B) Always the larger variable

(C) Randomly assigned

(D) The variable predicted

90. The line of best fit is called :

(A) Regression line

(B) Skewness curve

(C) Normal line

(D) Mode line

86. lglEcU/k fo'ys"k.k %

(A) pjksa ds chp varj

(B) D;k ek/; ekf/;dk ds cjkcj gS

(C) pjksa ds chp lEcU/k

(D) lekJ;.k fQfVax

87. ;fn fi;lZu lglaca/k xq.kkad (r) =1  gS] rks
lEcU/k gS %

(A) dksbZ lglaca/k ugha

(B) nqcZy

(C) iw.kZr% _.kkRed

(D) iw.kZr% /kukRed

88. Lih;jeSu dk jSad lglaca/k fdlds fy, mi;ksx
fd;k tkrk gS %

(A) Js.khc) pj

(B) Øelwpd MsVk

(C) le; Ükà[kyk lwph

(D) izkf;drk

89. fjxzs'ku esa] vkfJr pj gS %

(A) Hkfo";ok.kh djus ds fy, iz;qDr pj

(B) ges'kk cM+k pj

(C) ;knf̀PNd :i ls fufnZ"V

(D) Hkfo";ok.kh fd;k x;k pj

90. loksZRre fQV js[kk dgykrh gS %

(A) fjxzs'ku js[kk

(B) fo"kerk oØ

(C) lkekU; js[kk

(D) cgqyd js[kk
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91. The equation of a simple linear regression

is :

(A) x = ay + b

(B) y = bx22 + a

(C) x = y/a + b

(D) y = a + bx

92. Multiple regression analysis is used when :

(A) There is one predictor variable

(B) There are two or more predictor

variables

(C) Only one dependent variable

(D) The variables are unrelated

93. Differences between correlation and

regression include :

(A) Correlation measures association,

regression predicts value

(B) Both measure dependence only

(C) Both provide only qualitative results

(D) None of the above

94. In Karl Pearson’s correlation, the value of r

ranges from :

(A) 0 to 1

(B) -1 to 0

(C) -1 to +1

(D) 0 to 
95. The main use of regression analysis is to :

(A) Test probability law

(B) Test hypothesis only

(C) Find standard deviation

(D) Predict values of one variable for

given values of another

91. ljy jSf[kd lekJ;.k dk lehdj.k gS %

(A) x = ay + b

(B) y = bx22 + a

(C) x = y/a + b

(D) y = a + bx

92. cgq izfrxeu fo'ys"k.k dk mi;ksx rc fd;k
tkrk gS tc %

(A) ,d iwoZlwpd pj gks

(B) nks ;k vf/kd iwoZlwpd pj gksa

(C) dsoy ,d vkfJr pj gks

(D) pj vlEcfU/kr gksa

93. lglaca/k vkSj lekJ;.k ds chp varj bl
izdkj gS %

(A) lglaca/k lEc)rk dks ekirk gS] lekJ;.k
eku dh Hkfo";ok.kh djrk gS

(B) nksuksa dsoy fuHkZjrk dks ekirs gSa

(C) nksuksa dsoy xq.kkRed ifj.kke iznku
djrs gSa

(D) mijksDr esa ls dksbZ ugha

94. dkyZ fi;lZu ds lglaca/k esa] r  dk eku bl
izdkj gksrk gS %

(A) 0 ls 1

(B) –1 ls 0

(C) –1 ls +1

(D) 0 ls 
95. izfrxeu fo'ys"k.k dk eq[; mi;ksx gS %

(A) laHkkO;rk fu;e dk ijh{k.k djuk

(B) dsoy ifjdYiuk dk ijh{k.k djuk

(C) ekud fopyu Kkr djuk

(D) ,d pj ds ekuksa ds fy, nwljs pj ds
ekuksa dh Hkfo";ok.kh djuk
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96. Which is a measure of central tendency?

(A) Standard deviation

(B) Median

(C) Variance

(D) Skewness

97. For a normal distribution, what percent of

values are within 1 standard deviation of the

mean?

(A) 50%

(B) 95%

(C) 100%

(D) About 68%

98. A population contains 1000 individuals, and

a random sample of 100 is selected.

The sampling fraction is :

(A) 1%

(B) 5%

(C) 10%

(D) 0.1%

99. If mean = 20, median = 18, mode = 17, the

distribution is :

(A) Symmetrical

(B) Positively skewed

(C) Negatively skewed

(D) Uniform

100. A scatter plot is useful for :

(A) Visualizing correlation

(B) Calculating mean

(C) Testing hypothesis

(D) Standard deviation

96. dsanzh; izof̀Ùk dk eki D;k gS\

(A) ekud fopyu

(B) ekf/;dk

(C) izlj.k

(D) fo"kerk

97. ,d lkekU; forj.k ds fy,] fdrus izfr'kr
eku ek/; ds 1 ekud fopyu ds Hkhrj gSa\

(A) 50%

(B) 95%

(C) 100%

(D) yxHkx 68%

98. ,d tula[;k esa 1000 O;fDr gSa] vkSj 100 dk
,d ;kn`fPNd uewuk pquk tkrk gSA uewuk
va'k gS %

(A) 1%

(B) 5%

(C) 10%

(D) 0.1%

99. ;fn ek/; ¾ 20,  ekf/;dk ¾ 18, cgqyd ¾
17, rks forj.k gS %

(A) lefer

(B) /kukRed :i ls fo"ke

(C) _.kkRed :i ls fo"ke

(D) ,dleku

100. LdSVj IykWV fuEu ds fy, mi;ksxh gS %

(A) lglEcU/k dk n`';hdj.k

(B) ek/; dh x.kuk

(C) ifjdYiuk dk ijh{k.k

(D) ekud fopyu
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Rough Work @ jQ dk;Z



Example :

Question :

Q.1

Q.2

Q.3

5. Each question carries equal marks.
Marks will be awarded according to the
number of correct answers you have.

6. All answers are to be given on OMR
Answer Sheet only. Answers given
anywhere other than the place specified
in the answer sheet will not be
considered valid.

7. Before writing anything on the OMR
Answer Sheet, all the instructions given
in it should be read carefully.

8. After the completion of the examination,
candidates should leave the examination
hall only after providing their OMR
Answer Sheet to the invigi lator.
Candidate can carry their Question
Booklet.

9. There will be no negative marking.

10. Rough work, if any, should be done on
the blank pages provided for the purpose
in the booklet.

11. To bring and use of log-book, calculator,
pager & cellular phone in examination
hall is prohibited.

12. In case of any difference found in English
and Hindi version of the question, the
English version of the question will be
held authentic.

Impt. On opening the question booklet,
first check that all the pages of the question
booklet are printed properly. If there is any
discrepancy in the question Booklet, then
after showing it to the invigilator, get another
question Booklet of the same series.

mnkgj.k %

iz'u %

iz'u 1

iz'u 2

iz'u 3

5. izR;sd iz'u ds vad leku gSaA vkids ftrus mÙkj
lgh gksaxs] mUgha ds vuqlkj vad iznku fd;s tk;saxsA

6. lHkh mÙkj dsoy vks0,e0vkj0 mÙkj&i=d
(OMR Answer Sheet) ij gh fn;s tkus gSaA
mÙkj&i=d esa fu/kkZfjr LFkku ds vykok vU;=
dgha ij fn;k x;k mÙkj ekU; ugha gksxkA

7. vks0,e0vkj0 mÙkj&i=d (OMR Answer

Sheet) ij dqN Hkh fy[kus ls iwoZ mlesa fn;s x;s
lHkh vuqns'kksa dks lko/kkuhiwoZd i<+ fy;k tk;sA

8. ijh{kk lekfIr ds mijkUr ijh{kkFkhZ d{k fujh{kd

dks viuh OMR Answer Sheet miyC/k djkus

ds ckn gh ijh{kk d{k ls izLFkku djsaA ijh{kkFkhZ

vius lkFk iz'u&iqfLrdk ys tk ldrs gSaA

9. fuxsfVo ekfdZax ugha gSA

10. dksbZ Hkh jQ dk;Z] iz'u&iqfLrdk esa] jQ&dk;Z ds
fy, fn, [kkyh ist ij gh fd;k tkuk pkfg,A

11. ijh{kk&d{k esa ykWx&cqd] dSYdqysVj] istj rFkk lsY;qyj
Qksu ys tkuk rFkk mldk mi;ksx djuk oftZr gSA

12. iz'u ds fgUnh ,oa vaxzsth :ikUrj.k esa fHkUurk gksus

dh n'kk esa iz'u dk vaxzsth :ikUrj.k gh ekU;

gksxkA
egRoiw.kZ% iz'uiqfLrdk [kksyus ij izFker% tk¡p dj
ns[k ysa fd iz'uiqfLrdk ds lHkh i`"B HkyhHkk¡fr Nis
gq, gS aA ;fn iz'uiq fLrdk es a dk sbZ deh gk s ] rk s
d{kfujh{kd dk s fn[kkdj mlh fljht dh nwljh
iz'uiqfLrdk izkIr dj ysaA
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